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FIGURE 2. Schematic representation of analysis workflow, utilized methods and main results

Workflow Methods Results

Objective

This study aims to quantify age-related changes in the

homeostasis of T-lymphocytes in healthy individuals by

Systematic * Databases: PubMed, Google Scholar The final database includes:

» Keywords: “CD4”, “CD62L", “CD45RQO”,
“CD45RA’, “naive”, “central-memory”,

Integrating the available quantitative data covering a wide range

review + 124 unique studies with 11722 observations

of T-cell subpopulations, subject ages and organs.
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« QOur analysis shows that the MBMA approach, which was originally used to extract the pooled effect size for specific therapies, can be

* Notably, the extensive dataset compiled enabled to explore the
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subpopulations. The more differentiated T-lymphocytes sllireel CilEl ]
reached their maximal cell number later (1-5 years of age) * The obtained results represent the basis for further mechanistic study of human immune status in health and disease.
(Figure 2.3. A,B) than their less differentiated counterparts

(0-1 year of age) (Figure 2.3. C,D).

« Additionally, the database collected throughout this systematic research effort represents a unique source for the development of

guantitative systems pharmacology models and generation of clinically-relevant virtual patients cohorts.
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